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B6 S-c S-m S-ch | S4 S-p S-s-F Z-S- S-s-P | S-a S-b S-ae | B7 B8 H1 H2 H3 H5

B6 0.031 | 0.033 | 0.036 | 0.032 | 0.040 | 0.036 | 0.044 | 0.045 | 0.031 | 0.034 | 0.030 | 0.005 | 0.002 | 0.002 | 0.004 | 0.002 | 0.009
Sillago_ciliata_voucher_BW-A1510 0.192 0.023 | 0.036 | 0.038 | 0.037 | 0.034 | 0.039 | 0.037 | 0.000 | 0.028 | 0.022 | 0.031 | 0.031 | 0.031 | 0.030 | 0.030 | 0.028
Sillago_maculata_haplotype3 0.203 | 0.145 0.035 | 0.038 | 0.038 | 0.036 | 0.042 | 0.033 | 0.023 | 0.029 | 0.014 | 0.032 | 0.033 | 0.033 | 0.034 | 0.033 | 0.030
Sillago_chondropus_voucher_ADC198 | 0.224 | 0.229 | 0.218 0.035 | 0.042 | 0.039 | 0.046 | 0.038 | 0.036 | 0.046 | 0.038 | 0.039 | 0.036 | 0.036 | 0.037 | 0.037 | 0.039
Sillago_japonica_isolate_JRZ3 0.191 | 0.239 | 0.233 | 0.216 0.040 | 0.034 | 0.041 | 0.037 | 0.038 | 0.034 | 0.037 | 0.031 | 0.032 | 0.032 | 0.031 | 0.031 | 0.030
Sillago_parvisquamis_isolate_COI3 0.231 | 0.221 | 0.238 | 0.255 | 0.239 0.037 | 0.042 | 0.030 | 0.037 | 0.038 | 0.038 | 0.039 | 0.040 | 0.040 | 0.040 | 0.040 | 0.038
Sillago_sihama_voucherF91 0.217 | 0.222 | 0.220 | 0.243 | 0.219 | 0.218 0.035 | 0.038 | 0.034 | 0.037 | 0.035 | 0.036 | 0.035 | 0.035 | 0.036 | 0.036 | 0.036
Sillago_sihama_voucher_GF779 0.258 | 0.238 | 0.254 | 0.282 | 0.247 | 0.247 | 0.204 0.045 | 0.039 | 0.041 | 0.041 | 0.044 | 0.043 | 0.043 | 0.044 | 0.044 | 0.041
Sillago_sinica_isolate PKU_2043 0.262 | 0.228 | 0.195 | 0.229 | 0.230 | 0.175 | 0.225 | 0.262 0.037 | 0.039 | 0.035 | 0.044 | 0.045 | 0.045 | 0.044 | 0.045 | 0.040
Sillago_analis_isolate_H109-SA27 0.192 | 0.000 | 0.145 | 0.229 | 0.239 | 0.221 | 0.222 | 0.238 | 0.228 0.028 | 0.022 | 0.031 | 0.031 | 0.031 | 0.030 | 0.030 | 0.028
Sillago_bassensis_haplotype4 0.217 | 0.174 | 0.176 | 0.274 | 0.215 | 0.237 | 0.234 | 0.249 | 0.237 | 0.174 0.030 | 0.034 | 0.034 | 0.034 | 0.033 | 0.034 | 0.031
Sillago_aeolus_haplotype3 0.190 | 0.137 | 0.075 | 0.232 | 0.226 | 0.225 | 0.217 | 0.249 | 0.202 | 0.137 | 0.194 0.030 | 0.031 | 0.031 | 0.030 | 0.030 | 0.027
B7 0.016 | 0.197 | 0.197 | 0.237 | 0.192 | 0.226 | 0.217 | 0.258 | 0.254 | 0.197 | 0.212 | 0.188 0.006 | 0.006 | 0.007 | 0.006 | 0.010
B8 0.002 | 0.194 | 0.203 | 0.221 | 0.194 | 0.234 | 0.214 | 0.256 | 0.260 | 0.194 | 0.220 | 0.192 | 0.018 0.000 | 0.005 | 0.003 | 0.010
H1 0.002 | 0.194 | 0.203 | 0.221 | 0.194 | 0.234 | 0.214 | 0.256 | 0.260 | 0.194 | 0.220 | 0.192 | 0.018 | 0.000 0.005 | 0.003 | 0.010
H2 0.011 | 0.188 | 0.211 | 0.232 | 0.188 | 0.226 | 0.222 | 0.263 | 0.258 | 0.188 | 0.213 | 0.191 | 0.028 | 0.013 | 0.013 0.003 | 0.008
H3 0.004 | 0.187 | 0.207 | 0.229 | 0.191 | 0.226 | 0.222 | 0.264 | 0.260 | 0.187 | 0.212 | 0.190 | 0.020 | 0.005 | 0.005 | 0.007 0.009
H5 0.038 | 0.172 | 0.187 | 0.239 | 0.185 | 0.210 | 0.224 | 0.252 | 0.229 | 0.172 | 0.197 | 0.170 | 0.044 | 0.040 | 0.040 | 0.030 | 0.034
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Genetic Analysis of Sand Whiting Sillago sihama from North Persian Gulf based on Cytochrome
Oxidase C subunit I sequences
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Abstract:

Silaginidae family fish from Perciforms, are appropriate candidates for shallow water and coastal
aquaculture. At least three species of this family represents in the Persian Gulf. Genetic analysis
of Sand whiting Sillago sihama , the most common species of family performed using COI gene.
During the present study 10 samples were collected from Bushehr and Hormozgan provinces
coastal waters. DNA extracted by modified CTAB method. Polymerase chain reactions were
performed using universal primers - FISHF1 and FISHR1-. Sequencing results showed a 627 bp
amplified fragment. Performing BLAST supported high identity to Sillago sihama species,
hence morphometric identification confirms molecular barcoding. Genetic distance of 0.02 was
calculated between samples of two areas based on Kimura 2- parameter using Mega software.
Constructed phylogenetic tree using neighbor joining method whereas the Acanthopagrus latus
sequences was used as an outgroup revealed no differentiation between two stations samples. In
conclusion based on the results of the present study, the gene flow was high among studied
samples and no significant differentiation was observed between Bushehr and Hormozgan
samples. In conclusion no discrete populations differentiated based on the results of the present
study.

Keywords: Bushehr, Hormozgan, Sanding, Molecular identification

Figurel. Sampling location in the Northern Persian Gulf

Figure2. PCR product sample on 1% agarose gel: a=50bp molecular marker

Figure3. Phylogenetic tree of the study samples based on neighbor joining method and Acanthopagrus
latus as outgroup

Table 1. Nucleotide composition in samples of the present study

Table 2. Genetic data of samples, nucleotide position, polymorphism, nucleotide polymorphism etc.
between Boushehr and Hormozgan samples

Table 3. Genetic distances between haplotypes of the studied species and other congeneric species based
on Kimura 2- parameter (Kimura, 1980)

“ Corresponding author E-mail: oujifard@pgu.ac.ir

Yy



